Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.003 Å; R factor = 0.084; wR factor = 0.230; data-to-parameter ratio = 15.5.
Related literature
The title compound is a potent inhibitor of the monoamine oxidase enzyme and multidentate ligand for transition metals, see: Birk & Weihe (2009) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). Comment 5-Methylisoxazole-3-carboxylic acid is a potent inhibitor of the monoamine oxidase enzyme and excellent ligand for transition metals (Birk, et al.,2009 ) as well as other derivatives of isoxazole. As part of our interest in these compounds, we report here the crystal structure of the title compound.
The molecular structure of the title compound is shown in Fig. 1 . All the non-H atoms of the title compound are located almost in one plane, as the atoms O1 and O2 are shifted just ca 0.0016Å out of the isoxazole ring plane.
The title compound formed dimer via intermolecular O-H···O hydrogen bonds and the dimers packed via π-π stacking interactions (3.234 Å). (Fig. 2 ).
The title compound was purchased commercially. Crystals suitable for X-ray diffraction were obtained by slow evaporation of an ethanol solution.
Refinement
All H atoms attached to C atoms and O atoms were fixed geometrically and treated as riding with C-H = 0.93 Å (CH) or C-H = 0.96 Å and O-H = 0.9796 Å with U iso (H) = 1.2U eq (CH) and U iso (H) = 1.5U eq (O,CH 3 ). Figures   Fig. 1 . The molecular structure of the title compound with the atom-labelling scheme. Displacement ellipsoids are drawn at the 30% probability level. H atoms are represented as small spheres of arbitrary radii. 
